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Functional Genomics

Genome Sequencing and New Technology

Proteomics, Metabolomics and Bioinformatics
Transgenic Technology and Genomics-based Breeding
Genome Diversity
Epigenetics and Epigenomics
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Analysing the genome of hexaploid wheat and
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dePamphilis University flowering plants
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Wilhelm ETH Zurich Ancient and resistance genes for future rice
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Linda Walling | University of | The Arabidopsis-Bemisia tabaci interactions:
California, Deciphering plant responses and insect
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